The intersubunit bridge Blb of the bacterial ribosome facilitates initiation
of protein synthesis and maintenance of translational fidelity
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INTRODUCTION RESULTS

Intersubunit bridge B1b of bacterial ribosome Loss of bL31 reduces translational fidelity in vivo
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bL31-deficient ribosomes display increased -1 frameshifting
and nonsense supression as demonstrated by B-galactosidase
assay.

These results were confirmed by dual luciferase assay.

@® duplicated genes in many bacterial species

@® inE. coli, bL31 paralogs (<10 kDa) are 35,6% identical in sequence

Loss of bL31 reduces the rate of translation initiation

in vivo in vitro
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Ribosomes lacking bL31 exhibit about 1/3 slower
& translation initiation as demonstrated by
S \ B-galactosidase time course assay.
However, the rate of elongation is not affected.

Pre-steady-state kinetics of active 70S initiation complex formation

E. coli The effect of bL31 on subunit association in vivo bL31 is improtant for subunit reassociation in vitro
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