Supplementary Table 1. The list of imprinted genes used in the study as revealed by the databases search. The table represents the name of a gene; its location in genome; active parental allele (M and P refer maternally and paternally expressed alleles, respectively) and in which tissue imprinting has been studied.  
	GENE
	LOCATION
	ALLELE
	KNOWN INFORMATION

	LRRTM1
	2p12
	P
	Imprinted in lymphoblastoid cell lines, but not in brain tissue1. 

	ZDBF2
	2q33.3
	P
	Imprinted in lymphocytes, but biallelically expressed in the placenta2. 

	GPR1
	2q33.3
	P
	Imprinted in human cord blood leukocytes, but was biallelically expressed in the placenta3. 

	NAP1L5
	4q22.1
	P
	Imprinted in fetal tissues4. 

	AIM1
	6q21
	P
	Imprinted in human placenta5. 

	LIN28B
	6q21
	P
	Imprinted in placenta tissue only6. 

	HYMAI
	6q24.2
	P
	Imprinted in monochromosomal hybrids7.  

	PLAGL1
	6q24-q25
	P
	Imprinted in a most tissues, i.e. in human placenta8. This gene is also imprinted in six human fetal tissues. Biallelic expression has been noted in peripheral blood leukocytes8,9. 

	SLC22A2
	6q25.3
	M
	Polymorphically imprinted in placental tissue10. 

	SLC22A3
	6q25.3
	M
	Imprinted in first trimester placenta, but not in fetal tissues, nor in term placenta10. 

	IGF2R
	6q26
	M
	IGF2R gene has been found to be polymorphically imprinted in humans11. Monoallelic expression was found in term placental samples10, but not in human embryonic stem cells12. 

	DDC
	7p12.2
	P
	DDC gene has controversial data. It has been confirmed to be imprinted in various human tissues and implicated in Silver-Russell syndrome. In the same time it is biallelically expressed in various human somatic tissues and placenta13. 

	GRB10
	7p12-p11.2
	P
	Imprinted in fetal brain14 and in the developing central nervous system including spinal cord, but has shown biallelic expression in peripheral fetal tissues15. Recent studies found no evidence of monoallelic expression in lymphoblast cell lines16. 

	PEG10
	7q21
	P
	Imprinted in placenta17. 

	MAGI2
	7q21
	P
	MAGI2 gene has controversial data. It has been confirmed to be imprinted in placenta in 2 cases, but  in 3 cases, the expression was found to be biallelic6. 

	SGCE
	7q21.3
	P
	Imprinted in peripheral blood leukocytes18. 

	PPP1R9A
	7q21.3
	M
	Imprinted in fetal muscle, eye and placenta, but is biallelically expressed in other tissues19. In case of term placenta PPP1R9A was confirmed to be biallelically expressed20.

	DLX5
	7q22
	M
	DLX5 gene has controversial data. First it was reporter to be imprinted in lymphoblasts RNA and fetal brain21. The latest studies have shown that there is no evidence for imprinted expression20,22. 

	TFPI2
	7q22
	M
	TFPI2 gene is expressed in placenta only. Maternal-specific expression was observed in 4 out of 8 first trimester placental samples. The remaining 4 showed biallelic expression, suggesting either polymorphic imprinting or cell-type specific imprinting in a tissue containing multiple cell type20. 

	MEST
	7q32
	P
	Imprinted in fetal tissues23. MEST imprinting was found to be polymorphic24. 

	CPA4
	7q32
	M
	Imprinted in several fetal tissues, but not in fetal brain25. 

	MESTIT1
	7q32.2
	P
	Imprinted in fetal tissues26,27. 

	KLF14
	7q32.3
	M
	Imprinted in embryonic and extraembryonic tissues28.

	DLGAP2
	8p23.3
	P
	Imprinted in fetal tissues29, but not in lymphoblasts and fibroblast cell lines16. 

	ZFAT
	8q24.22
	P
	Imprinted in placenta, but not in lymphocytes, endometrial tissue and thyroid tumors6. 

	KCNK9
	8q24.3
	M
	KCNK9 is expressed predominantly in the brain. It has been found to be imprinted in fetal brain30, but biallelically expressed in lymphoblasts and fibroblast cell lines16. 

	GLIS3
	9p24.2
	P
	Imprinted in placenta only6. 

	INPP5F
	10q26.11
	P
	Imprinted in fetal tissues4, but biallelically expressed in lymphoblasts and fibroblast cell lines16. 

	KCNQ1OT1
	11p15
	P
	Imprinted in several human tissues31. 

	OSBPL5
	11p15.4
	M
	Imprinted in placenta, but not in fetal and newborn tissues32, and in lymphoblasts and fibroblast cell lines16. 

	H19
	11p15.5
	M
	Imprinted in several human tissue33. 

	KCNQ1
	11p15.5
	M
	Imprinted in several human somatic tissues except heart34. 

	KCNQ1DN
	11p15.5
	M
	Imprinted in several human somatic tissues35. 

	CDKN1C
	11p15.5
	M
	CDKN1C is maternally expressed in humans and identified by set of cDNA constructs’ experiments36. 

	IGF2
	11p15.5
	P
	Imprinted in several human tissues, but not in choroid plexus, brain, bone marrow and adult human liver37,38. Analysis of peripheral blood and liver tissues has shown polymorphic nature of imprinting39. 

	INS
	11p15.5
	P
	Imprinted in human yolk sac tissue40. 

	IGF2AS
	11p15.5
	P
	Imprinted in several human tissues41. 

	PHLDA2
	11p15.5
	M
	Imprinted in placenta and most fetal tissues42. Biallelically expressed in lymphoblasts and fibroblast cell lines16. 

	SLC22A18
	11p15.5
	M
	SLC22A18 has shown polymorphic imprinting with monoallelic expression in several human somatic tissues42 and biallelic expression in peripheral blood39. Also, there was no evidence for imprinting in lymphoblasts and fibroblast cell lines16. 

	ANO1
	11q13.3
	M
	ANO1 has an evidence for polymorphic imprinting in human placenta43. 

	ZC3H12C
	11q22.3
	P
	Imprinted in placenta only6. 

	NTM
	11q25
	M
	Imprinted in placenta only6. 

	RB1
	13q14.2
	M
	RB1 gene has controversial data. Transcript 2B of RB1 is imprinted and paternally expressed, whereas the main RB1 transcript shows preferential maternal expression44. 

	MEG3
	14q32
	M
	Imprinted in several human tissues45. 

	DLK1
	14q32
	P
	Imprinted in several human tissues45. 

	RTL1
	14q32.2
	P
	Imprinted in placenta and fibroblast cell line16,46. 

	MEG8
	14q32.31
	M
	Imprinted in fibroblast cell line16. 

	MAGEL2
	15q11.2
	P
	Imprinted in human brain and fibroblast cell line47. 

	NDN
	15q11.2
	P
	Imprinted in peripheral blood48. 

	SNRPN
	15q11.2
	P
	Imprinted in peripheral blood49. 

	SNORD107
	15q11.2
	P
	Imprinted in peripheral blood49. 

	SNORD108
	15q11.2
	P
	Imprinted in peripheral blood49. 

	SNORD109A
	15q11.2
	P
	Imprinted in peripheral blood49. 

	SNORD109B
	15q11.2
	P
	Imprinted in peripheral blood49. 

	ATP10A
	15q11.2
	M
	Imprinted in human brain, but not in lymphoblasts and fibroblast cell lines16. 

	UBE3A
	15q11.2
	M
	Imprinted in peripheral blood49. 

	MKRN3
	15q11-q13
	P
	Imprinted in peripheral blood50. 

	SNURF
	15q12
	P
	Imprinted in peripheral blood49. 

	SNORD64
	15q12
	P
	Imprinted in peripheral blood49. 

	ZNF597
	16p13.3
	M
	Imprinted in human placenta6. 

	TCEB3C
	18q21.1
	M
	Imprinted in fetal tissues, but not in fetal intestine and liver51.

	DNMT1
	19p13.2
	P
	Imprinted in placenta tissue only5. 

	PEG3
	19q13.4
	P
	Imprinted in a wide variety of fetal and adult tissues52. Biallelically expressed in lymphoblast cell lines16. 

	ZIM2
	19q13.4
	P
	Imprinted in a wide variety of fetal and adult tissues52. Biallelically expressed in lymphoblast cell lines16. 

	NLRP2
	19q13.42
	M
	Imprinted in placenta and several fetal tissues53.

	MIMT1
	19q13.43
	P
	Imprinted in cultured lymphoblasts54. 

	DIRAS3
	1p31
	P
	Imprinted in several human somatic tissues55. 

	TP73
	1p36.3
	M
	Imprinted in peripheral blood and neuroblastoma cell lines in humans56. No imprinting of TP73 was found in fetal lung tissue57.

	PSIMCT-1
	20q11.2
	P
	Imprinted in several fetal tissues4. 

	BLCAP
	20q11.2
	M
	Imprinted in human brain58, but not imprinted in fetal tissues59. 

	NNAT
	20q11.2-q12
	P
	NNAT gene expression is restricted to fetal brain59. 

	SGK2
	20q13.2
	P
	Imprinted in lymphoblast cell line16. 

	GNAS
	20q13.3
	M
	Imprinted in lymphoblast cell line60. 

	GNASAS
	20q13.32
	P
	Imprinted in lymphoblast cell line60. 

	MIR296
	20q13.32
	P
	Imprinted in lymphoblast cell line60. 

	MIR298
	20q13.32
	P
	[bookmark: _GoBack]Imprinted in lymphoblast cell line60. 
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